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AskOmics iIs a tool supporting both intuitive data integration and querying
while shielding the user from most of the technical difficulties underlying RDF and SPARQL
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Studied case : the Brassicaceae

3- AskOmics generates RDF triples {Entity, Relation,Value} 4- AskOmics stores RDF in family (EpiClub project)
a Triplestore
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6- Users query their data by selecting nodes
(=integrated Entities) on the left panel of the
Web interface
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3 Generate a results file (max 10000 lines) Launch query Reset

=>AskOmics translates the user’s selection
into Sparqgl and queries the RDF Triplestore
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1- Users provide tabulation-separated files u

o ? 7- Users restrict their biological results by applying specific filters from
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8- Users download their results

Coming soon:
Integrate positional intervals for query
Support federated queries with external RDF endpoints

AskOmics is curently under developpement and is available for download https://github.com/askomics/askomics goge




