o
523
o
© S
b S
o
> > 8
5 2 5 S
g o g ©
2 o
[T w o
s 2
=] o
o
o o
= g
i T T T T T T S T T T T T T
0 5 10 15 20 25 0 100 200 300 400 500
Score of the RpoD predicted promoter 5'UTRs lengths

Additional file 5. Distribution of 6™ prediction scores and 5°UTR lengths in BAp
and E. coli. (A) Distribution of 6" prediction scores in BAp (black) and E. coli (red) at
the beginning of transcription units (continuous lines) and within transcription units
(dotted lines); (B) Distribution of the size of the predicted S’UTR. Scores and UTR
lengths are calculated by BPROM.



